03/25/2003 16:44 FAX 658 678 5099 



FISH S RICHARDSON ^ ©003/009 



Applicant : Patrick V. Wamai et al. Attorney's Docket No.: 090 10-0 17006 /DIVER 1240-7 

Serial No. : 09/905,173 

Filed : July 12, 2001 

Page : 2 



CLAIM AMENDMENTS 

In The Claims: 

Claims 1-41. (Cancelled) 



42. (Currently Amended) A method of generating a variant comprising: 

obtaining a nucleic acid comprising a sequence selected from the group consisting 
of SEQ ID NOS: 17, 18, 19, 20,-2^ 22, 23, 24 r 3^and 39, sequences substantially 
identical thereto, sequences complementary thereto, fragments comprising at least 30 
consecutive nucleotides thereof, and fragments comprising at least 30 consecutive 
£ 1 nucleotides of the sequences complementary to SEQ ID NOS: 17, 18, 19, 20, Si, 22, 

23, 24^^39; and 

modifying one or more nucleotides in said sequence to another nucleotide, 
deleting one or more nucleotides in said sequence, or adding one or more nucleotides 
to said sequence- 



43. (Original) The method of claim 42, wherein the modifications are introduced by a 
method selected from the group consisting of error-prone PCR, shuffling, 
^Ugmiucleotide directed mutagenesis, assembly PCR, sexual PCR mutagenesis, in 
[ viva^iutagenesis, cassette mutagenesis, recursive ensemble mutagenesis, exponential 
ensemble mutagenesis, site-specific mutagenesis, gene reassembly, gene site saturated 
mutagenesis and any combination thereof 



44. (Original) The method of claim 42, wherein the modifications are introduced by 
error-prone PCR. 

45. (Original) The method of claim 42, wherein the modifications are introduced by 
shuffling. 

46. (Original) The method of claim 42, wherein the modifications are introduced by 
oligonucleotide-directed mutagenesis. 
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47. (Original) The method of claim 42, wherein the modifications are introduced by 
assembly PCR. 

48. (Original) The method of claim 42, wherein the modifications are introduced by 
sexual PCR mutagenesis. 

49^{Gnginal) The method of claim 42, wherein the modifications are introduced by in 
r~ viva mutagenesis. 

50. (Original) The method of claim 42, wherein the modifications are introduced by 
cassette mutagenesis. 

51. (Original) The method of claim 42, wherein the modifications are introduced by 
recursive ensemble mutagenesis. 



52. (Original) The method of claim 42, wherein the modifications are introduced by 
exponential ensemble mutagenesis. 

53. (Original) The method of claim 42, wherein the modifications are introduced by 
site-specific mutagenesis, 

54. (Original) The method of claim 42, wherein the modifications are introduced by 
gene reassembly, 

55. (Original) The method of claim 42, wherein the modifications are introduced by 
gene site saturated mutagenesis. 

Claims 56-92. (Cancelled) 
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93. (New) A method of generating a variant comprising: 

obtaining a nucleic acid comprising a sequence encoding a polypeptide having an amino 
acid sequence selected from the group consisting of SEQ ED NOS:25, 26, 27 3 28, 30, 
31, and 40, sequences substantially identical thereto, sequences complementary 
thereto, fragments comprising at least 30 consecutive nucleotides thereof, and 
fragments comprising at least 30 consecutive nuclemfdes\)f the sequences 
complementary to SEQ ID NOS:25, 26 ! 27^8 i ^31 J anil 40; and 

modifying one or more nucleotides in said sequenceUo another nucleotide, deleting one 
or more nucleotides in said sequence, or adding one or more nucleotides to said 
sequence. 



94. (New) The method of claim 93, wherein the modifications are introduced by a 
method selected from the group consisting of error-prone PCR, shuffling, 
oligonucleotide directed mutagenesis, assembly PCR, sexual PCR mutagenesis, in 
viva mutagenesis, cassette mutagenesis, recursive ensemble mutagenesis, exponential 
ensemble mutagenesis, site-specific mutagenesis, gene reassembly, gene site 
saturated mutagenesis and any combination thereof 
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